K ipatrick

Draft Genome Sequence of Salinivibrio sp. Strain
EAGSL, a Biotechnologically Relevant Halophilic
Microorganism
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The halophilic bacterium Salinivibrio sp. strain EAGSL was isolated from the Great Salt Lake (Utah) for use in
microbial electrochemical technologies experiencing fluctuating salt concentrations. Genome sequencing was
performed with lon Torrent technology, and the assembled genome reported here is 3,234,770 bp with a GC
content of 49.41%.
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